Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.058; wR factor = 0.170; data-to-parameter ratio = 16.0.
In the title molecular salt, C 16 H 13 N 2 OS + ÁHSO 4 À , the thiazolo-[3,2-a]benzimidazolium ring system is roughly planar [maximum deviation = 0.046 (3) Å ] and makes a dihedral angle of 58.22 (11) with the benzene ring. The methoxy group is almost coplanar with its attached benzene ring [C methyl -O-C-C = À1. 6 (5) ]. In the crystal, the cation is linked to the anion by a bifurcated N-HÁ Á Á(O,O) hydrogen bond, generating an R 1 2 (4) ring motif. The ion pairs are then connected by a C-HÁ Á ÁO hydrogen bond into inversion dimers and these dimers are further linked by O-HÁ Á ÁO hydrogen bonds into an infinite tape along [100] . Astacking interaction [centroid-to-centroid distance = 3.5738 (18) Å ] and a short intermolecular contact [SÁ Á ÁO = 2.830 (3) Å ] are also observed.
Related literature
For the biological activities of thiazolo [3,2-a] (2011) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). (Chimirri et al., 1988; AlRashood & Abdel-Aziz, 2010) . In continuation of our interest in this area (Hamdy et al., 2007; Abdel-Aziz et al., 2007 , 2008 Farag et al., 2011) , we report herein the crystal structure of the title compound.
The molecular structure of the title compound is shown in Fig. 1 . The asymmetric unit of the title compound, In the crystal (Fig. 2) , the cation and anion are linked to each other by bifurcated N1-H1N1···(O3,O4) hydrogen bonds, generating an R 1 2 (4) ring motif (Bernstein et al., 1995) 
Experimental
A mixture of 2-mercaptobenzimidazole (1.52 g, 10 mmol) and 3-methoxyacetophenone (1.52 g, 10 mmol) in boiling AcOH/H 2 SO 4 (50 ml; 10:1, v/v) was refluxed for 5 h. The reaction mixture was then left to cool at room temperature. The colourless blocks formed were filtered off, washed with ethanol and dried to afford the title compound.
Refinement
Atoms H1O2 and H1N1 were located in a difference Fourier map and the atom H1O2 was then fixed at its found location [O2-H1O2 = 0.9734 Å] and refined using a riding model with U iso (H) = 1.5U eq (O), whereas the atom H1N1 was refined freely [N1-H1N1 = 0.93 (4) Å]. The remaining H atoms were positioned geometrically [C-H = 0.93 and 0.96 Å] and refined with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was applied to the methyl group.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009) The molecular structure of the title compound with 50% probability displacement ellipsoids. Hydrogen bonds are indicated by dashed lines.
Figure 2
The crystal packing of the title compound. The dashed lines represent the hydrogen bonds. For clarity sake, hydrogen atoms not involved in hydrogen bonding have been omitted. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

